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and is not a part of the Official Record 

BEST AVAILABLE IMAGES 

Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 

Defects in the images may include (but are not limited to): 

• BLACK BORDERS 

• TEXT CUT OFF AT TOP, BOTTOM OR SIDES 

• FADED TEXT 

• ILLEGIBLE TEXT 

• SKEWED/SLANTED IMAGES 

• COLORED PHOTOS 

• BLACK OR VERY BLACK AND WHITE DARK PHOTOS 

• GRAY SCALE DOCUMENTS 

IMAGES ARE BEST AVAILABLE COPY. 

As rescanning documents will not correct images, 
please do not report the images to the 
Image Problem Mailbox. 
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THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. f^-CENTER 1600/29QQ 



PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY 
EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT 
COMMUNICATION TO THE APPLICANT, WITH A NOTICE TO COMPLY 
or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, 
WITH A NOTICE TO COMPLY 

FOR FURTHER INFORMATION, PLEASE TELEPHONE MARR 4 SPENCER, 
703-308-4212. 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM . ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 

Checker Version 3.0 
The Checker Version 3 .0 application is a state-of the-art Windows based-software program 
employing a logical and intuitive user-interface to check whether a sequence listing is -in 
^compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1 .825 effective October 1 , 1-990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25. 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 

... (CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 

• ". Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 

^ listings, thus saving time and money. . : :_ . ; 



arfeggtf Checker Version 3.0 can be down loaded from the IJSPT 6 website at the following address: 

http://YnvTV.uspt6.g6v^ 




l^^stmg^ Error Sti^^^ 



ERROR DETECTED^ SUGGESTED- CORRECTION 




SERIAL HUMBER: 1 ^^^ / 



ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 

Wrapped Nuclelcs The nurnberAext at the end of each Ene \vrapped" down to the next fine. 

This rnay occur If your We was retrieved In a word processor after. creatinfif lL, ? . : „.._::;■ 
Please adjustyour right marg In to .3. as this wffl prevent %vrappin^r^^^^ : ^^ ;v ^^ 

Wrapped Aminos The arnlnq acW 

This may occur K your file vras retrieved In a word prcx*s^ ... 
Please adjust your right margin to .3, as this will prevent "wrapping". V ■ m 



Incorrect Une Length The rules require that a line not exceed 72 characters In length. This Includes spacesr- %^ 

Misaligned Amino Acid The numbering under each 5th amino acid Is misaligned This may be caused by the use of tabs 

Numbering between the numbering. It Is recommended to delete any tabs and use spacing between the v -numbers. 
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Non-ASCII 



Variable Length 



Patentln ver. 2.0 "bug" 



Skipped Sequences 
(OLD RULES) 



Skipped Sequences 
(NEW RULES) 



Use of n's or Xaa's 
(NEW RULES) 



Use of <213>Organism 
(NEW RULES) 

Use of <220>Fealure 
(NEW RULES)' 



Patentln ver. 2.0 "bug" 



This file was not saved In ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission Is saved In ASCII text so that It can be processed. 

Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

Indicate In the (ix) feature section that some may be missing. 

A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequence(s) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section 
to the subsequent amino acid sequence. This applies primarily to the mandatory <220>^223> 
sections for Artificial or Unknown sequences. 

Sequence(s) missing. If Intentional, please use the following format for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: 

(i) SEQUENCE CHARACTERS TIC S:(Do not Insert any headings under "SEQUENCE CHARACTERISTICS") 
(xl) SEQUENCE DESCRIPTION:SEQ ID NO:X: 
This sequence Is Intentionally skipped 

Please also adjust the "(iii) NUMBER OF SEQUENCES:" response to Include the skipped sequence(s). 

Sequence(s) missing. If Intentional, please use the following format for each skipped sequence. 

<210> sequence Id number 
<400> sequence Id number 
000 ~"~ 

Use of n's and/or Xaa's have been detected in the Sequence-Listing. 

Use of <220> to <223> Is MANDATORY If n's or Xaa's are* presen t. • ■ 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 



Sequence(s) _ 



_ are missing this mandatory field or Its response. 



Sequence(s) are missing the <220>Feature and associated headings. . _ 

Use of <220> to <223> Is MANDATORY if <213>ORGANISM is "Artificial"* or "Unknown" 
Please explain source of genetic material in <220> to <223> section. 

(See "Federal Register," 6/01/98, Vol. 63, No. 104, pp. 29631-32) (Sec. i.823of new Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted 

file, resulting in missing mandatory numeric identifiers and responses (as Indicated on raw sequence listing). 

Instead, please use "File Manager" or any other means to copy file to floppy disk. * 



AKS-Biotechnology Systems Branch- 5/15/99 




5 
7 

' 9 
11 
15 
17 
19 
23 

C-- > 27 
C--> 29 
33 
35 
39 
41 
45 
47 
51 
55 
59 
61 
63 
65 
69 
71 
73 
75 
77 
79 
. 81 
83 
85 
87 
89 
91 
93 
95 
97 
99 
101 
103 
105 
107 
109 
111 
113 
115 
117 



RAW SEQUENCE LISTING DATE: 09/06/2000 

PATENT APPLICATION: US/09/595,526 TIME: 11:05:03 

Input Set : A:\CVT 15B.txt 

Output Set: Ni\CRF3\09062O00\I595526 .raw 

<110> APPLICANT: Lawn, Richard M. 
Wade, David 
Garvin, Michael 
Oram, John F. 

<120> TITLE OF INVENTION : Compositions and Methods for Increasing Cholesterol 
Efflux and Raising HDL using ATP Binding Cassette 
Transporter Protein ABC1 
FILE REFERENCE: 99,395-A 

CURRENT APPLICATION NUMBER : US/09/595,526 
CURRENT FILING DATE: 2000-06-16 



<130> 
<14 0> 
<141> 

<150> 
<151> 
<150> 
<151> 
<150> 
<151> 
<160> 
<170> 
<210> 
<211> 
<212> 
<213> 
<400> 



PRIOR APPLICATION NUMBER : US 60/140 
PRIOR FILING DATE: 1999-06-18 
PRIOR APPLICATION NUMBER: US 60/153 
PRIOR FILING DATE: 1999-08-14 
PRIOR APPLICATION NUMBER: US 60/166 
PRIOR FILING DATE: 1999-11-19 
NUMBER OF SEQ ID NOS : 57 
SOFTWARE: Patentln Ver . 2.0 
SEQ ID NO: 1 
LENGTH : 104 4 2 

TYPE: DNA 

ORGANISM: Homo sapiens — 



,264 
,872 
, 573 



s 
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SEQUENCE: 1 

ggccgggacc cgcagagccg agccgaccct tctctcccgg gctgcggcag ggcagggcgg 

ggagctccgc gcaccaacag agccggttct cagggcgctt tgctccttgt tttttccccg 

gttctgtttt ctccccttct ccggaaggct tgtcaagggg taggagaaag agacgcaaac 

acaaaagtgg aaaacagtta atgaccagcc acgggcgtcc ctgctgtgag ctctggccgc 

tgccttccag ggctcccgag ccacacgctg ggcgtgctgg ctgagggaac atggcttgtt 

ggcctcagct gaggttgctg ctgtggaaga acctcacttt cagaagaaga caaacatgtc 

agctgttact ggaagtggcc tggcctctat ttatcttcct gatcctgatc tctgttcggc 



gccattttcc aaataaagcc 
tctgtaatgc caacaacccc 
ttggaaactt taacaaatcc 
tatacagcca gaaagacacc 
agatcaagaa atccagctca 
tctctgggtt cctatatcac 
gggctgatgt cattctccac 
tgtgcaatgg atcaaaatca 



tgagctaccc accctatgaa caacatgaat 
caggaacact tccttgggtt caggggatta 
acccgactcc tggggaggct cccggagttg 
gcctgttctc agatgctcgg aggcttcttt 
acatgcgcaa agttctgaga acattacagc 
ttcaagattt cctggtggac aatgaaacct 
tcccaaagtc tactgtggac aagatgctga 
tgcaaggcta ccagttacat ttgacaagtc _ _ 
ttcaacttgg tgaccaagaa gtttctgagc tttgtggcct accaaaggag 
cagcagagcg agtacttcgt tccaacatgg acatcctgaa gccaatcctg 
actctacatc tcccttcccg agcaaggagc tggctgaagc cacaaaaaca 
gtcttgggac tctggcccag gagctgttca gcatgagaag ctggagtgac 
aggtgatgtt tctgaccaat gtgaacagct ccagctcctc cacccaaatc 
tgtctcgtat tgtctgcggg catcccgagg gaggggggct gaagatcaag 
ggtatgagga caacaactac aaagccctct ttggaggcaa tggcactgag 
aaaccttcta tgacaactct acaactcctt actgcaatga tttgatgaag 
ctagtcctct ttcccgcatt atctggaaag ctctgaagcc gctgctcgtt 



atgccctctg 
tgtttccgtt 
attgtggctc 
agcatgaagg 
aacttgaagc 
aacctctctc 
aaggtatttt 
gaagagatga 
aaactggctg 
agaacactaa 
ttgctgcata 
atgcgacagg 
taccaggctg 
tctctcaact 
gaagatgctg 
aatttggagt 
gggaagatcc 
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RAW SEQUENCE LISTING DATE : 09/06/2000 

PATENT APPLICATION: US/09/595,526 TIME: 11:05:03 

Input Set : Ai\CVT 158.txt 

Output Set: N»\CRF3\09062000\l595526.raw 

119 tgtatacacc tgacactcca gccacaaggc aggtcatggc tgaggtgaac aagaccttcc J.|p0 
121 aggaactggc tgtgttccat gatctggaag gcatgtggga ggaactcagc cccaagatct- 156Q 
-123 ggaccttcat ggagaacagc caagaaatgg accttgtccg gatgctgttg gacagcaggg ?1620 
125 acaatgacca cttttgggaa cagcagttgg atggcttaga ttggacagcc caagacatcg 16.80 
127 tggcgttttt ggccaagcac ccagaggatg tccagtccag taatggttct gtgtacacct 1740 
129 ggagagaagc tttcaacgag actaaccagg caatccggac catatctcgc ttcatggagt 1800 
131 gtgtcaacct gaacaagcta gaacccatag caacagaagt ctggctcatc aacaagtcca 1860 
133 tggagctgct ggatgagagg aagttctggg ctggtattgt gttcactgga attactccag 1920 
i35 gcagcattga gctgccccat catgtcaagt acaagatccg aatggacatt gacaatgtgg 1980 
137 agaggacaaa taaaatcaag gatgggtact gggaccctgg tcctcgagct gacccctttg 2040 
139 aggacatgcg gtacgtctgg gggggcttcg cctacttgca ggatgtggtg gagcaggcaa 2100 
141 tcatcagggt gctgacgggc accgagaaga aaactggtgt ctatatgcaa cagatgccct 2160 
143 atccctgtta cgttgatgac atctttctgc gggtgatgag ccggtcaatg cccctcttca 2220 
14 5 tgacgctggc ctggatttac tcagtggctg tgatcatcaa gggcatcgtg tatgagaagg 2280 
147 aggcacggct gaaagagacc atgcggatca tgggcctgga caacagcata ctctggttta 2340 
149 gctggttcat tagtagcctc attcctcttc ttgtgagcgc tggcctgcta gtggtcatcc 2400 
151 tgaagttagg aaacctgctg ccctacagtg atcccagcgt ggtgtttgtc ttcctgtccg 2460 
153 tgtttgctgt ggtgacaatc ctgcagtgct tcctgattag cacactcttc tccagagcca 2520 
155 acctggcagc agcctgtggg ggcatcatct acttcacgct gtacctgccc tacgtcctgt 2580 
157 gtgtggcatg gcaggactac gtgggcttca cactcaagat cttcgctagc ctgctgtctc 2640 
159 ctgtggcttt tgggtttggc tgtgagtact ttgccctttt tgaggagcag ggcattggag 2700 
161 tgcagtggga caacctgttt gagagtcctg tggaggaaga tggcttcaat ctcaccactt 2760 
163 cgatctccat gatgctgttt gacaccttcc tctatggggt gatgacctgg tacattgagg 2820 
165 ctgtctttcc aggccagtac ggaattccca ggccctggta ttttccttgc accaagtcct 2880 
167 actggtttgg cgaggaaagt gatgagaaga gccaccctgg ttccaaccag aagagaatgt 2940 
169 cagaaatctg catggaggag gaacccaccc acttgaagct gggcgtgtcc attcagaacc 3000 
171 tggtaaaagt ctaccgagat gggatgaagg tggctgtcga tggcctggca ctgaattttt 3060 
173 atgagggcca gatcacctcc ttcctgggcc acaatggagc ggggaagacg accaccatgt 3120 
175 caatcctgac cgggttgttc eccccgacct cgggcaccgc ctacatcctg ggaaaagaca 3180 
177 ttcgctctga gatgagcacc atccggcaga acctgggggt ctgtccccag cataacgtgc 3240 
179 tgtttgacat gctgactgtc gaagaacaca tctggttcta tgcccgcttg aaagggctct 3300 
181 ctgagaagca cgtgaaggcg gagatggagc agatggccct ggatgttggt ttgccatcaa 3360 
183 gcaagctgaa aagcaaaaca agccagctgt caggtggaat gcagagaaag ctatctgtgg 3420 
185 ccttggcctt tgtcggggga tctaaggttg tcattctgga tgaacccaca gctggtgtgg 3480 
187 acccttactc ccgcagggga atatgggagc tgctgctgaa ataccgacaa ggccgcacca 3540 
189 ttattctctc tacacaccac atggatgaag cggacgtcct gggggacagg attgccatca 3600 
191 tctcccatgg gaagctgtgc tgtgtgggct cctccctgtt tctgaagaac cagctgggaa 3660 
193 caggctacta cctgaccttg gtcaagaaag atgtggaatc ctccctcagt tcctgcagaa 3720 
195 acagtagtag cactgtgtca tacctgaaaa aggaggacag tgtttctcag agcagttctg 3780 
197 atgctggcct gggcagcgac catgagagtg acacgctgac catcgatgtc tctgctatct 3840 
199 ccaacctcat caggaagcat gtgtctgaag cccggctggt ggaagacata gggcatgagc 3900 
201 tgacctatgt gctgccatat gaagctgcta aggagggagc ctttgtggaa ctctttcatg 3960 
203 agattgatga ccggctctca gacctgggca tttctagtta tggcatctca gagacgaccc 4020 
205 tggaagaaat attcctcaag gtggccgaag agagtggggt ggatgctgag acctcagatg 4080 
207 gtaccttgcc agcaagacga aacaggcggg ccttcgggga caagcagagc tgtcttcgcc 4140 
209 cgttcactga agatgatgct gctgatccaa atgattctga catagaccca gaatccagag 4200 
211 agacagactt gctcagtggg atggatggca aagggtccta ccaggtgaaa ggctggaaac 4260 
213 ttacacagca acagtttgtg gcccttttgt ggaagagact gctaattgcc agacggagtc 4 320 
215 ggaaaggatt ttttgctcag attgtcttgc cagctgtgtt tgtctgcatt gcccttgtgt 4 380 



RAH SEQUENCE LISTING DATE: 09/06/2000 

PATENT APPLICATION : US/09/595,526 TIME: 11:05:03 

input Set : A.\CVT 158.txt 

Output Set: N.\CRr3\09062000\I59S526.raw 

217 tcagcctgat cgtgccaccc tttggcaagt accccagcct ggaacttcag «£t*9a*£ 4440 
219 acaacgaaca gtacacattt gtcagcaatg atgctcctga ggacacggga rac^gaac 4500 
221 tcttaaacgc cctcaccaaa gaccctggct tcgggacccg ctgtatggaa 99aaacccaa 4560 
"3 tcccagacac gccctgccag gcaggggagg -gagtggac cactgcccc. 9ttccccaga «|20 

ccatcatgga cctcttccag aatgggaact ggacaatgca gaacccttca cc **^*"* . 
1% ag'tg^a, cgacaaaat? aagaagatgc tgcctgtgtg tcccccaggg ™ 

III ISSSS tt"c 9 tggtg aagacg^ SSSI ESESf ttaalgaaca 4860 
233 agatctgggt gaatgagitl aggtatggcg gcttttccct gggtgtcagt aatactcaag 4920 
235 cacttcc?cc gagtcaagaa gttaatgatg ccatcaaaca aatgaagaaa cacctaaagc 4980 
237 tggccaagga cagttctgca gatcgatttc tcaacagctt gggaagattt atgacaggac 5040 
239 tggacaccag aaataatgtc aaggtgtggt tcaataacaa gggctggcat ^aatcagct 5100 
241 ctttcctgaa tgtcatcaac aatgccattc tccgggccaa cctgcaaaag 99agagaacc 5160 
243 "Igccatta tggaattact gctttcaatc atcccctgaa tctcaccaag MScagctct 5220 
245 cagaggtggc tctgatgacc acatcagtgg atgtccttgt gtccatctgt 9tcatctttg 5280 
247 caatg?cc?t cgtlccagcc agctttgtcg tattcctgat cc.ggagcgg 9tcagcaaag 5340 
249 caaaacacct gcagttcatc agtggagtga agcctgtcat ctactggctc "taattttg 5400 
251 tctgggatat gtgcaattac gttgtccctg ccacactggt cattatcatc "catctgct 3«o 
ll\ lllkallaza qtcctatgtg tcctccacca atctgcctgt gctagccctt ctacttttgc 5520 
»5 tg"?gggtg gtcaatcaca cctctcatgt acccagcctc ctttgtgttc aagatcccca 5580 
7 glacagccta 'tgtggtgctc accagcgtga acctcttcat tggcattaat 99-gcgtgg 40 
259 ccacctttqt gctggagctg ttcaccgaca ataagctgaa taatatcaat gatatcctga d/uu 
III C agt^gtg 9 tt ZttgatZtJ ccacattttt 9cctgggacg agggctcatc 9acatggtga 5760 

III ""ttggga "SKK SnSSTt gtggtgttct 5880 

67 tcctc^ac t,«ctgl?c cagtacagat tcttcatcag gcccagacct 9taaatgcaa 5940 
269 agctatctcc tctgaatgat gaagatgaag atgtgaggcg ^aagacag agaattcttg 6000 
271 atqqtgqagg ccagaatgac atcttagaaa tcaaggagtt gacgaagata "tagaagga ouou 
273 agcggaagcc tgcigttgac eggatttgcg tgggcattcc tcctggtgag tgctttgggc 6120 
275 tcc'tggg'agt taatggggct ggaaaatcat caactttca. 9atgttaaca 99agatacca 8 
277 ctqttaccag aggagatgct ttccttaaca aaaatagtat cttatcaaac "ccatg y 
279 tacatcagaa catgggctac tgccctcagt ttgatgccat cacagagctg "gactggga 6300 
281 gagaacacgt ggag«cttt gcccttttga gaggagtccc agagaaagaa 9ttggca.gg 6360 
283 ?tggtgagtg ggcgattcgg aaactgggcc tcgtgaagta tggagaaaaa tatgctggta 6420 
285 ac^tagtgg aggcaacaaa cgcaagctct ctacagccat ggctttgatc 99cgggcctc 6480 
287 ctgt,g 9 tg 9 t 9 t tc?ggatgaa cccaccacag 9C.tgg.tcc caaagcccgg cggttcttgt 
289 ggaattgtgc cctaagtgtt gtcaaggagg ggagatcagt agtgcttaca wccawgi 
291 wgaagaatg tgaagctctt tgcactagga tggcaatcat ggtcaatgga aggttcaggt 6660 
293 gccttggcag tgtccagcat ctaaaaaata ggtttggaga tggttataca atagttgtac 6720 
295 gaatagcagg g^caacccg gacctgaagc ctgtccagga tttctttgga cttgcatttc 6780 
297 ctggaagtgt tctaaaagag aaacaccgga acatgctaca ataccagctt ccatcttcat 6840 
299 ta?cttctct ggccaggata ttcagcatcc tctcccagag caaaaagcga ctccacatag 6900 
30? aaqa"actc ?gtttctcag acaacacttg accaagtatt tgtgaacttt gccaaggacc 6960 
03 "agtgatga tgaccactta aaagacctct cattacacaa aaaccagaca 9tagtg,acg 7020 
305 ttqcaqttct cacatctttt ctacaggatg agaaagtgaa agaaagctat gtatgaagaa 7080 
111 tcctg?tc£ acggggtggc tgaaagtaaa gaggaactag actttccttt 9C.cc.tgtg 7 0 
309 aaotqttqtq gagaaaagag ccagaagttg atgtgggaag aagtaaactg gatactgtac /;uu 
III tgftactlt? caatgca'at' caattcaatg caatgaaaac aaaattccat "caggggca 0 
313 gtgcctttgt agcctatgtc ttgtatggct ctcaagtgaa agacttgaat ttagtttttt 7320 



RAW SEQUEHCE LISTING 
PATENT APPLICATION: US/09/595, 526 

Input Set : Ai\CVT 158.txt 

Output Set: Ni\CRF3\09062000\I595526 .raw 



DATE: 09/06/2000 
TIME: 11:05:03 
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acctatacct 
cttttttttt 
taatcatggc 
gccatgccat 
gccagagtta 
acttttgtga 
gtgccatgcg 
aacatgcaac 
gtcctatgct 
agatcctggt 
ccagggcatg 
cctgactgtc 
tatttctggc 
atgtttgtac 
tagaatggcc 
tttattttct 
ggtcaggatc 
ctcacttcat 
cgtataagac 
actggtttac 
agcctttttt 
aagtttaaac 
cacaacttgt 
ccccattaaa 
taaaaacaac 
tttctagtca 
tgagagaaaa 
atcattacta 
cttcagattt 
ctgctgaaaa 
aagtaatgaa 
ttcaaaaata 
ttatggtttc 
gcaactcctt 
tgtgaactat 
gctagaaaca 
attttttaca 
caatcaagca 
ctcaaaatac 
ttaacaactg 
ccagcacaat 
actgaaagca 
atcattgact 
attttccaaa 
ggacccttgg 
tcaaaatggt 
cttcttatac 
caagcacttt 
aaaactagac 



atgtgaaact 
ttttttgttc 
cagcgattat 
gcccaggaga 
ttagtgccaa 
aagctgctct 
tggctaacat 
aaaaatgtgg 
tcgagccatg 
aagaggcaaa 
ggattaaaga 
tgctaacatg 
tttttgaatt 
tttttaatgt 
tctttgtaga 
tatgtaagtt 
tcatgacatt 
caatcaaata 
tagagagata 
aaatataggt 
tttttttttt 
aatgaattct 
gtttatggca 
tctgacagtc 
aaatacttcc 
gtaaacattt 
gaaaaatatg 
acttcttcca 
caaattaatc 
agaaaaaaat 
ggcatatttc 
cagaatttat 
ctcattttac 
acttcggttc 
tttgaagaaa 
atctatagtt 
ttttcctgtg 
aaatttctgt 
gtgttcaaaa 
tgaatatgag 
tcattgttaa 
aatgctttgt 
aaagccattt 
gagccatgtg 
tattatctac 
gcatccccct 
cctaagatga 
acgctgtctg 
aaaagtttca 



ctattatgga 
ctgtgtattc 
tgatcaaaat 
ctggtttccc 
gtttttcaga 
gctcagagtc 
cctgctttga 
gtgtctctag 
ggtctacagg 
gaatcaacag 
gattgtgcgt 
gtacactgca 
aatctagaaa 
tatttggaat 
accctgtggt 
tgcatatcag 
atatttgagt 
ttttttgagt 
ttaagtctca 
tgtcttgtgg 
aattgcaaca 
tcaacaggga 
tttagtacct 
tcaaattttt 
atatggagca 
gtaaaaatac 
agagaactat 
ctttttccaa 
tttctatatt 
gattgtttta 
caataactag 
agaataattt 
taaaatcgta 
ctctgatttc 
acacgacatt 
atacatcttc 
taaacctaat 
atattccctg 
atttctgctt 
aaatacagaa 
aaaacaacca 
gactattaaa 
gctgtgtttt 
tcatgtaata 
tagaataatg 
taaaa^ttc 
agctgttttt 
taatgggatc 
caacagattt 



acccaatgga 
tcattggggt 
caaaaggtaa 
ggtgacacat 
aagtttgaag 
tatcaacatt 
ttccctctga 
gcacgggaaa 
gtcatcctta 
ccaaactgct 
tcaaacctag 
tctcaagatg 
atgaaaagat 
tttaagttct 
atagaggagt 
tcatgactag 
ttctttcaga 
gtatgctgta 
gtacacttcc 
ttgtaggagc 
atgcaaaagc 
aaacagctag 
tcaaataatt 
catctcttca 
tttttcagag 
tgtttcacta 
tgtttgggga 
aatttgaata 
ttttaaattt 
gaagttaaag 
tgatatggca 
ctcctcattt 
ttctaattct 
aaggccatat 
ttaatacaga 
attaatactg 
tgtggtagaa 
tggaatgtac 
ttgcatcttt 
gaaaataata 
aacctcacac 
tgttgcacat 
cttcttgtgg 
ctgaaccctt 
taatactg^ 
tatttccata 
gtgctctttg 
tatttttgca 
ctaagttaaa 



catatgggtt 
tgcaacaata 
tgcacatcct 
ccattgctgg 
caccatggtg 
gaatatcagt 
taagctgttc 
cttggttcca 
tgagactctt 
ggggctgcaa 
ggaagcctgt 
tttatctgac 
ggagttgtat 
atcagtgact 
atggccactg 
tgcctagaaa 
tcatttagga 
gctgaaagag 
tgtgccatgt 
ccactgtaac 
caagaaagta 
cttgaaaact 
ggctttgcag 
atcactagtc 
ttttctaacc 
atacttactg 
agttcaagtg 
ttaacgctaa 
acagaatatt 
tcaatattga 
tcgttgcaat 
aatatttttc 
tcattatagt 
tttaaaaaat 
ttgaaaggac 
tgttaccttt 
atttttacca 
ctatgtgagt 
gggacacctc 
agccctctat 
tactgtattt 
cattcattca 
@tg^atatat 
tgatattgag 
gaaatattgc 
aggatttagc 
ttcatcattg 
ctggaatatc 
tcattttcat 



tgaactcaca 
attcatcaag 
cattcactaa 
caatgagtgt 
tgtcatgctc 
tgacagaatg 
tggtggcagt 
ttgttatatt 
aaatatactt 
gctgctgaag 
gcccatttgt 
acaagtgtat 
tttgacaaaa 
tctgaatcct 
ccccactatt 
gcaatgtgat 
tactcttaat 
tatgtacgta 
tattcagctc 
aatattgggc 
taagggtcac 
tgctgaaaaa 
atattggata 
aagaaaaata 
cagtcttatt 
ttaactgtct 
atctttcaat 
aggtgtaaga 
atataaccca 
ttttaaatat 
ttacagtatc 
aaaatcaaag 
aaatctatga 
caaaaggcac 
ctcttctgaa 
taaaatagta 
actctatact 
ttcagaaatt 
agaaaactta 
acataaatgc 
cattatctgt 
ctgtatagta 
caggtaaaat 
acattaattt 
tctaattctt 
ttgcttatcc 
gccctcattc 
tgagaattgc 
taaaaggaaa 



7380 

7440 

7500 

7560 

7620 

7680 

7740 

7800 

7860 

7920 

7980 

8040 

8100 

8160 

8220 

8280 

8340 

8400 

8460 

8520 

8580 

8640 

8700 

8760 

8820 

8880 

8940 

9000 

9060 

9120 

9180 

9240 

9300 

9360 

9420 

9480 

9540 

9600 

9660 

9720 

9780 

9840 

9900 

9960 

10020 

10080 

10140 

10200 

10260 
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RAW SEQUENCE LISTIHG - time' IV-IYIT 

PATENT APPLICATION: US/09/595,526 TIME: 11:05.03 

- input -Set- : . Ai\CVT 158.txt 

. " i "Output;: Set = N.\CRF3\09062000\I595S26.raw 

,13 aaa9 aa.a aa -a.«Sfe t ca a t :: ct ttatatgaag tattaaaat, catatttcta ,10320 
419 aa 

422 <210> SEQ ID NO: '2 

424 <211> LENGTH: 2261 

426 <212> TYPE: PRT 

428 <213> ORGANISM: Homo sapiens 

ffi He 0 t°Ala E ? y s N Trp Pro Gin Leu Arg Leu Leu Leu Trp Lys Asn Leu Thr 

aic 1 5 * u 

440 Phe Arg Ar, Arg Gin Thr Cys Gin Leu Leu Leu Glu Val Ala Tr P Pro 

aa*> 20 25 JU 

446 Leu Phe He Phe Leu lie Leu lie Ser Val Arg Leu Ser Tyr Pro Pro 

\\\ Tyr Glu Gin His Glu Cys His Phe Pro Asn Lys Ala Met Pro Ser Ala 

Us Gly Thr Leu Pro Trp Val g" Gly He lie Cy. Asn Ala Asn Asn Pro 

464 Cys Phe Arg Tyr Pro Thr Pro Gly Glu Ala Pro Gly Val Val Gly Asn 

85 

470 Phe Asn Lys Ser lie Val Ala Arg Leu Phe Ser Asp Ala Arg Arg Leu 
4*76 Leu Leu Tyr Ser Gin Lys Asp Thr Ser Met Lys Asp Met Arg Lys Val 
482 Leu Arg Thr Leu Gin Gin lie Lys Lys Ser Ser Ser Asn Leu Lys Leu 
Us Gin Asp Phe Leu Val Asp Asn Glu Thr Phe Ser Gly Phe Leu Tyr His 
\\\ Asn Leu Ser Leu Pro Lys Ser Thr Val Asp Lys Met Leu Arg KL, Asp 

500 Val lie Leu His Lys Val Phe Leu Gin cly Tyr Gin Leu His Leu Thr 

c rt0 ion 185 

HI ser Leu Cys Asn Gly Ser Lys Ser Glu Glu Met He Gin Leu Gly Asp 

<;nft 195 200 , »i 

512 Gin Glu Val Ser Glu Leu Cys Gly Leu Pro Lys Glu Lys Leu Ala Ala 

5x8 Ala g!u Arg Val Leu Arg III Asn Met Asp lie Leu Lys Pro He Leu 

524 Arg Thr Leu Asn Ser Thr Ser Pro Phe Pro Ser Lys Glu Leu Ala Glu 

530 Ala Thr Lys Thr Leu Leu His Ser Leu Gly Thr Leu Ala Gin Glu Leu 
260 265 



536 Phe Ser Met Arg Ser Trp Ser Asp Met Arg Gin Glu Val Met Phe Leu 
sir 275 280 285 

542 Thr Asn Val Asn Ser Ser Ser Ser Ser Thr Gin lie Tyr Gin Ala Val 

548 ser Arg He Val Cys Gly III Pro Glu Gly Gly Gly Leu Lys He Lys 
550 305 310 




Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY DATE: 09/06/2000 

PATENT APPLICATION: US/09/595,526 TIME: 11:05:04 



input set : Ai\cvt lse.tJEt'f^^^-^;;' v- ' 
Output Set: Ni\CRF3\b9p'620db\Z595526.'raw ; ; 



lV27^mV270:VC: Current Application Number diffejfsT^eplace^^Ajppllcation Number 
lV291!H^UvC£. Current Filing Date differs, . ReplaVed/Xurrent^ 
L : 399 :?JM :2 58 a wTv.Manda tory Fea ture mi s s ing , <2 20xl-li6tffdund/fpr^^ : "1^ v. 

L": 399 M: 258 W:" Mandatory Feature missing, <221> not found for : SEQ ID#:1 
L:399 'M:258 W: Mandatory Feature missing, <222> not found for* SEQ ID# :"1 
L:399 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID#:1 
L:399 M:340 W: (46) "n* or "Xaa" used: Feature required, for SEQ IDi : 1 
L:403 M:258 W: Mandatory Feature missing, <220> not found for SEQ ID#:1 
L:403 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID*:1 
Mandatory Feature missing, 
Mandatory Feature missing, 
M:340 Repeated in SeqNo-1 
L:405 M:258 W: Mandatory Feature missing, 
L:405 M:258 W: Mandatory Feature missing, 
L:405 M:258 W: Mandatory Feature missing, 
L:405 M:258 H: Mandatory Feature missing, 
L:1368 M:258 W: Mandatory Feature missing, 
L:1368 M:258 W: Mandatory Feature missing, 
L:1368 M:258 W: Mandatory Feature missing, 

L:1368 M:258 W: Mandatory Feature missing, <223> not found for SEQ IDi: 4 
L:1368 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDi: 4 



403 M:258 W: 
403 M:258 W: 



<222> not found for SEQ ID#:1 
<223> not found for SEQ ID#:1 



<220> not found for SEQ ID#:1 
<221> not found for SEQ ID#:1 
<222> not found for SEQ ID#:1 
<223> not found for SEQ ID#:1 
<220> not found for SEQ IDi : 4 
<221> not found for SEQ IDI: 4 
<222> not found for SEQ IDI: 4 
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Feature missing, 
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not 
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340 Repeated 


in SeqNo=4 
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missing, 
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not 
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missing, 
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not 
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SEQ 
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missing, 
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found 
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M 


258 
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missing , 
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found 
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L. 
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M 


258 


W: 


Mandatory 


Feature 


missing, 
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not 


found 


for 


SEQ 


ID* 


4 
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M 
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W: 


Mandatory 


Feature 


missing, 


<222> 


not 


found 


for 


SEQ 
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M 
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missing, 


<223> 


not 


found 


for 
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missing, 
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not 


found 


for 


SEQ 
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6 


L: 


1580 


M 


258 
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missing, 
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not 


found 


for 


SEQ 
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L : 


1580 


M 


258 


W: 


Mandatory 


Feature missing, 


<222> 


not 


found 


for 


SEQ 
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not 
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for 


SEQ 
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340 


W: 


(46) "n" or "Xaa" 


used: Feature required, for SEQ IDI: 6 
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Feature missing, 
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258 
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missing, 
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not 
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M:340 Repeated 


in SeqNo=6 
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missing, 
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<222> 


not 


found 


for 


SEQ 


IDi : 


6 


L: 


1586 


M: 


258 


W: 


Mandatory 


Feature 


missing, 


<223> 


not 


found 


for 


SEQ 


IDi : 
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VERIFICATION SUMMARY DATE: 09/06/2000 

PATENT APPLICATION: US/09/595,526 TIME: 11:05:04 



Input Set : At\CVT 158.txt: 

Output Set: Ni\CRF3\0?062000\l595526.raw 



L:1945 
L:1945 
L:1945 
L:1945 
L:1945 
L:1949 
L:1949 
L:1949 
L:1949 
M:340 
L:3173 
L:3173 
L:3173 
M:340 



M:258 W 
M:258 W 
M:258 H 
M:258 W 
M:340 W 
M:258 W 
M:258 W 
M:258 W 
M:258 W 
Repeated 
M:258 W 
M:258 W 
M:340 W 
Repeated 



Mandatory Feature 
Mandatory Feature 
Mandatory Feature 
Mandatory Feature 
(46) "n" or "Xaa" 
Mandatory Feature 
Mandatory Feature 
Mandatory Feature 
Mandatory Feature 

in SeqNo=7 
Mandatory Feature 
Mandatory Feature 
(46) "n" or "Xaa" 

in SeqNo-9 



missing V--<220>^not. found for SEQ ID# : 7 
missing, 7<221> not found for SEQ ID#:7 
missing^<222>^ not found for SEQ ID«:7 
missing, <223> not found for SEQ IDi:7 
used: Feature required, for SEQ ID*: 7 
missing, <220> not found for SEQ ID«:7 
missing, <221> not found for SEQ ID# : 7 
missing, <222> not found for SEQ IDi:7 
missing, <223> not found for SEQ ID#:7 

missing, <220> not found for SEQ ID# : 9 
missing, <221> not found for SEQ ID#:9 
used: Feature required, for SEQ ID«:9 



